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Epeuvnrika evdlagépovra: DAopikr Kai Aerroupyikn Blroxnueia Twv aAAnAemdpaoewy

EeVIOTA-HIKPOPiWV. ZXETIKA e TN PETAYPAPIKI EpEUVa
oToV ToPéa TNG UyEiag kai TG BloTexvoAoyiag.

EMIZTHMONIKH KATEYOYNZH (EPEYNHTIKA ENAIAOEPONTA)

To emoTnuoviké uTToRaBPG Pou, TTou aTTOKTABNKE e akadnuaikoUg TiTAoug ae SIAPOPES XWPES, KupaiveTal aTmod Bioxnueia kal
dopikn Blohoyia €wg BakTnpiakny @uaiohoyia. AuTO HOU ETIETPEWE VA €PYOOTW WE TNV OOUIKA Kol AEITOUPYIKA BloXnueia Twy
aMnAemidpacewy EevioTh-BakTnpiwy Kal TV €midpaat| Toug aTnv avBpwivn uyeia. Or KEVTPIKEG EPWTATEIS TTOU aTTaVTABNKavY
agopolaav ToV TPOTIO |E TOV OTT0IO 01 JIKPOOPYAVICHOI, EUEPYETIKOI Kail TTaBoyovol, Ytropolv va e1gEABouV Kal va eykartaoTtabolyv oe
d1Ggopa UEpn Tou avBpWITIVOU CWUATOG, VA ATTOKOWIGOUV XPAGINA cuUaTaTIKA yia TNV avamTugr Toug kai va avtitayBolv aToug
pnNXavigpoug Trou utropolv va atmoBolv emgAMIES yia TV eunpepia Toug. Mo guykekpiuéva, To SIGAKTOPIKG HOU ETTIKEVTPWONKE aTO
oAU anuavTikd yia 1o avBpwro Bifidobacterium bifidum kal gTov unxavioud ou XenoIPOTIoIET YIa TV ETTIRIWGT) TOU OTO £VTEPO E
N XpAon mévie SIaQOpPETIKWY yaAakToaidaowy yia dIGaTacn Kal agopoiwon udatavBpdkwy. Edwoa emiong éugacn otn
Qualoloyia Twv TTaBoydvwy Tapayoviwy Tou "red-complex” (Porphyromonas gingivalis kai Tannerella forsythia), Tou eunuepolyv
oToug TrepIodovTikoUG BUAAKES kal gival UTIEUBUVOI yia TIG TIEPIOdOVTIKEG VOTouG. Edw xapaktipioa Togiveg 6Trwg n peptidylarginine
deiminases kal n pwredon gingipain K, aAAd kal vav povadikéd avaoToléa TTpwTEVAowWY apivng Kal va CUCTATIKG TOU CUGTAUOTOS
¢kkpiang Tutrou IX. O1 dopIkEG Toug 1816TNTEG Padi e BroxnuIkES Kal pikpoBioAoyikéG TTAnpogopieg Edwaav pia gagn e&ynan yia 1o
pdho Toug aTn BakTnpiakn emiBiwon kai diddoan. AMNa Taboyéva dTws o Bacteroides fragilis ka1 Bacillus anthracis ekkpivouv
I0XUPEG TTPWTEOAUTIKEG Toveg (fragilysin kal InhA) yia aTToIKodGUNaN CUCTATIKWY TwV EVIOTWY Kall €ival EOTTAITUEVES LE JovadIkoUg
pnXavigpoug pubuiong Tng AavBavouoag gaang yia Tv £ykaipn evepyotroinar| Toug karda ) BakTnpiakn £10BoAr. To TeAeuTaio ival
TO QVTIKEIPEVO HIAG GNUAVTIKAG OVAOKOTINGNG OTIG APXITEKTOVIKEG KOl TOUG UNXavIoPoUG eAEyXoU TNG evCUUIKAG BpaaTnpIdTnTag Twv
peTaAomemmidacwv. ‘Eva aAo Traboyévo, Escherichia coli, xpnoiuoToiei évav avagToAéa TTpwTteacwv (a2-macroglobulin) yia va
TPOCTATEUTE! TA GUOTATIKA TNG WEUPPAVNG OTTO TNV ETTIBETN TIEMMIdACWY, pia TTPWTEVN UYPnAARG BOMIKAG OHOIBTNTAG ME TO aVBPWTTIVO
OpOAoYO0. ZnuavTikd XpOvo, agIEpwaa pe avBpwTIveg TpwTeiveg 6TTwG N a2-macroglobulin, o transforming growth factor B2 kai n
fetuin-B. Emriong, evdiagépwy £deita yia mpwreiveg pepBpavng omwg n memmidacn HipX (E. coli) kai n mpwreivn HomA Trou ayetidetal
HE TNV KOpKIvoyEvean aTo Helicobacter pylori. TlapaAnAa, Ta amoteAéopata Kal opIgUEVA TTPOIGVTA TTOU TTPOEPXOVTAI OTTO TnV
EMOTNHOVIKA HOU dPaaTNPIOTNTA, KATOXUPWONKAV pE DITAWHATA EUPESITEXVIAS Kal XpPNaIHoTIoINBnKav yia véeg BIoTeXVOAOYIKES
€QUpPUOVEG (oUvBean TpeBioTikwy oo B-yahakToo1ddoeg) aAAG kal wg epyaAeia epyaaTnpiakol evdiagépovTog (pCri-System vector
collection kar memmidaon Lysarginase).

OMa auté Ta €pya pe emTpéwav va dnpoalelow ae TeplodIka pe peyaAn amxnon (6mwg Proc Natl Acad Sci, Chem. Rev.,



Angew, Chem., Nat Methods, Sci. Rep.) €iTe wg TpwTog guyypageag rf auyypagéag aAAnAoypagiag, atmodeIKviovTag TV IKavotnta
Hou va axedIalw Tv EpEuva, va ekTEAW TO TrEIpapaTikG péPog aAAG kai va kaBodnyw GAAOUG EpEUVNTEG WG ETIOTNHOVIKOG UTTEIBUVOG.
H xpnuaroddman tng €peuvag pou Eyive amd €BVIKEG TyES, GTTWG N eTmIxoprynan amd 1o "1dpupa Kpartikwy Ymotpoiwy" (EAAGDQ)
kai n emyopriynon "Juan de la Cierva" (lomaviké Ymoupyeio Maideiag). Ektég amd autd kar GAAa kovOUAIa TTou aTrokTABNKaV OTTo
€BvIKa kai O1eBvr) TTpoypAaupaTa OTTOU GUHETEIXO WG ETTIATWOVIKOS TUVEPYATNG, TIpa XenuaTtoddTnan wg kUPIog EpeuvnTAG aTmd T
etaipeia Biotexvohoyiag Clasado BioSciences (Hvwpévo Baaikeio) kai Tpeig emixopnynoelg iNEXT amé 1o Instruct-ERIC.

FENIKOI AEIKTEZ NMOIOTHTAZ THZ ENIZTHMONIKHZ MAPAIQIrHX

ApIBOG ETWV EMOTNHOVIKNG €PEUVHG: 13 € kai 10 prveg (4 €mn didakTopikAG d1aTPIRAS)

ZOvolo dnpooieuoewy pe Baon To Scopus: 30 apbpa (28 emaotnuovika kai 2 kepahaia BIBAiwv)

Quartile atnv KaTnyoOPpid: 1st Decile: 6 ApBpa; 1st Quartile: 10 ApBpa

Zuveiopopd: 1os Suyypapéag: 16 Apbpa; Zuyypapéac aAAnAoypagiag: 11 Apbpa
Avagopég: 570 (Scopus)

h-Aeiktng: 13 (Scopus)

Méoog 6pog TapatropTTwy / £T0G: TeAeutaia 5 €m;: 60,8; MetadidakTopikr Trepiodog: 43,2 (Scopus)
EmBAéTTwv ATTAWHOTIKWV: AidakTopika: 2 (oAokAnpwBnkav); Metamtuyiokd: 1 (oAokAnpwenke);

AISOKTOPIKA-ETIOKETTEG: 3 (OAOKANpWONKav)

EKNAIAEYZH

Mruyio Tou TpAMaTOG MEwTTOViag TNG TXoANg MewTeXviKwv EMoThHWY. 12.03.2001
ApiaTotéAeio MavemoTipio Oeagalovikng, KateuBuvang Mewpyikwv Biopnyaviwy, EmoTiung kai TexvoAoyiag Tpoipwv
(AvayvwpioTnke wg avriaToixo e 1o TTuxio BioAoyiag amré 1o “Ministerio de Educacion Cultura y Deporte”, lotravia,
21.02.2014)

MeramrTuyiako SirAwpa e1dikeuong otnv Biotexvohoyia Tpo@ipwy. 17.12.2004
Reading University, School of Chemistry, Food and Pharmacy, (Hvwpévo BaaiAeio).
(Avayvwpiotnke wg 10aéio pe Ta EAAnvika ammd 1o ALKA.T.2.A)

AidakTopikd dirAwpa otnv Mopiaki BioAoyia, Bioxnpueia kai BiotexvoAoyia. 12.12.2008
Reading University, School of Chemistry, Food and Pharmacy (Hvwuévo BaaiAeio).

(Avayvwpiotnke wg 10aéio pe Ta EAAnvika ammd 1o ALKA. T.2.A.).

(Avayvwpiotnke wg 10aéio ue Ta avrioToixa d10aKkTopIka diTAwuata arro 1o “Universitat de Barcelona’, latravia,
26.04.2010).

Meramruyiako MotomoinTiké otnv KpuataAdoypagia Mpwreiviov 01.11.2017
Birkbeck College, University of London, (Hvwyévo BaaiAeio)

ANAXZXOAHZH

o [paKTIKA AOKNON WG TTUXIAKOS QOITNTAG, 07.1999 - 09.1999
Eumeipia epyaaiag atnv Biopnyavia Tpogipwv GAwpiva-Xwvaiog A.B.E.E, EAGDa.

o Emotnuovikog auvepyarng (Research Associate), 01.2009 - 10.2014
Structural Biology Unit (SBU), Molecular Biology Institute of Barcelona (IBMB), CSIC (loTravia)
(KUpiog epeuvnTAg: FX Gomis-Riith).

o Avwrepog EmiaTnpovikog ouvepyatng (Senior Research Associate), 11.2014 - 10.2018
Structural Biology Unit (SBU), Molecular Biology Institute of Barcelona (IBMB), CSIC (loTravia)
(Kupiog epeuvnmic: FX Gomis-Riith).



AIANIZTEYZEIZ KAl ANATNQPIZEIZ

Eidog ovrornrag: EGvikn uttnpeaia aéloAdynong kai diarrioreuang 1mmoioTnTag (Agencia Nacional de Evaluacion de la
Calidad y Acreditacion; ANECA; lomravia).

1. Profesor Ayudante Doctor (NoUpepo PAD: 2019-6561).
2. Profesor Contratado Doctor (Noupepo PCD: 2019-6560).

AHMOZIEYMENO EPIO

EpeuvnrTikég epyaaieg (S1eBvn epiodikd Tou S.C.1.-Web of Science; Ze ykpi Aaigio o1 10 onuavTIKOTEPES EPYOTiES)
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*Goulas T, Goulas A, Tzortzis G, Gibson GR (2007). Molecular cloning and comparative analysis of four beta-galactosidase
genes from Bifidobacterium bifidum NCIMB41171. Appl Microbiol Biotechnol 76: 1365-1372

*Goulas T, Goulas A, Tzortzis G, Gibson GR (2009). Comparative analysis of four beta-galactosidases from Bifidobacterium
bifidum NCIMB41171: purification and biochemical characterisation. Appl Microbiol Biotechnol 82: 1079-1088

*Goulas T, Goulas A, Tzortzis G, Gibson GR (2009). Expression of four beta-galactosidases from Bifidobacterium bifidum
NCIMB41171 and their contribution on the hydrolysis and synthesis of galactooligosaccharides. App! Microbiol Biotechnol 84: 899-
907

*Goulas T, Goulas A, Tzortzis G, Gibson GR (2009). A novel o-galactosidase from Bifidobacterium bifidum with
transgalactosylating properties: gene molecular cloning and heterologous expression. Appl Microbiol Biotechnol 82: 471-477

Goulas T, Arolas JL, and Gomis-Rith FX (2011). Structure, function and latency regulation of a bacterial enterotoxin potentially
derived from a mammalian adamalysin/ADAM xenolog. Proc Natl Acad Sci USA 108: 1856-1861; Ref: WoS; IF: 9.681; Rank: 3/56;
1st Decile

Marrero A, Duquerroy S, Trapani S, Goulas T, Guevara T, Andersen GR, Navaza J, Sottrup_Jensen L and Gomis-Rith FX (2012).
The crystal structure of human alpha-2 macroglobulin reveals a unique molecular cage. Angew Chem Int Ed 51: 3340-3344
Arolas JL, Garcia-Castellanos R, Goulas T, Akiyama Y, Gomis-Riith FX (2014). Expression and purification of integral membrane
metallopeptidase HtpX. Pr Exp and Pur 99: 113-118

**Goulas T, Garcia-Ferrer |, Garcia-Pique R, Sottrup-Jensen L and Gomis-Riith FX (2014). Crystallization and preliminary X-ray
diffraction analysis of eukaryotic alpha-2 macroglobulin family members modified by methylamine, proteases and glycosidases.
Mol Oral Micro 29: 354-364

**Goulas T, Cuppari A, Garcia-Castellanos R, Snipas S, Glockshuber R, Arolas JL and Gomis-Riith FX (2014). The pCri System:
a vector collection for recombinant protein expression and purification. PLOS ONE 9: e112643; Ref: WoS; IF: 3.234; Rank: 9/57;
1st Quartile

Huesgen PF, Lange PF, Rogers L, Kleifeld O, Goulas T, Gomis-Riith FX and Overall C (2015). Lysarginase mirrors trypsin for
protein C-terminal and methylation-site identification. Nat Methods 12: 55-58; Ref: WoS; IF: 25.328; Rank: 1/77; 1st Decile

Garcia-Ferrer |, Aréde P, Gomez-Blanco J, Luque D, Duquerroy S, Caston JR, **Goulas T and Gomis-Riith FX (2015). Structural
and functional insights into Escherichia coli alpha-2 macroglobulin endopeptidase snap-trap inhibition. Proc Nat/ Acad Sci USA,
112: 8291-8295; Ref: WoS; IF: 9.423; Rank: 4/63; 1st Decile

Goulas T, Mizgalska D, Garcia-Ferrer I, Kantyka T, Guevara T, Szmigielski B, Sroka A, Millan C, Usén I, Veillard F, Potempa B,
Mydel P, Sola M, Potempa J & Gomis-Riith FX (2015). Structure and mechanism of a bacterial host-protein citrullinating virulence
factor, Porphyromonas gingivalis peptidylarginine deiminase. Sci Rep 5: 11969; Ref: WoS; IF: 5.228; Rank: 4/63; 1st Decile
Millan C, Sammito M, Garcia-Ferrer I, Goulas T, Sheldrick GM and Uson | (2015). Combining phase information in reciprocal
space for ARCIMBOLDO. Acta Crys. D71: 1931-1945

Goulas T, Garcia-Ferrer I, Hutcherson JA, Potempa BA, Potempa J, Scott DA, Gomis-Riith FX (2016). Structure of RagB, a major
immunodominant outer-membrane surface receptor antigen of Porphyromonas gingivalis. Mol Oral Microbiol. 31: 472-485

Arolas JL, Goulas T, Pomerantsev AP, Leppla SH, Gomis-Riith FX (2016). Structural basis for latency and function of immune
inhibitor a metallopeptidase, a modulator of the Bacillus anthracis secretome. Structure 24: 25-36

Lasica M, ***Goulas T, Mizgalska D, Zhou X, Diego |, Ksiazek M, Madej M, Guo Y, Guevara T, Nowak M, Potempa M, Goel A,
Sztukowska M, Prabhakar A, Bzowska M, Bereta J, Thagersen I, Enghild JJ, Simonian M, Kulczyk AW, Nguyen K, Potempa J and
Gomis-Rith FX (2016). Structural and functional probing of PorZ, an essential bacterial-surface component of the type-IX secretion
system of human oral-microbiomic Porphyromonas gingivalis. Sci Rep 6: 37708

Goulas T, Garcia-Ferrer |, Marrero A, Duquerroy S and Gomis-Rith FX (2017). Structural and functional insight into pan-
endopeptidase inhibition by alpha-2 macroglobulins, Biol Chem Review, 398: 975-994

Pomowski A, Uson I, Nowakowska ZM, Veillard F, Sztukowska MN, Guevara T, Goulas T, Mizgalska D, Nowak ML, Potempa BA,
Huntington JA, Potempa J and Gomis-Riith FX (2017). Structural insights unravel the zymogenic mechanism of the virulence factor




gingipain K from Porphyromonas gingivalis, a causative agent of gum disease from the human oral microbiome. J Biol Chem 292:
5724-5735

19. Marino-Puertas L, **Goulas T and Gomis-Riith FX (2017). Matrix metalloproteinases outside vertebrates. Mol Cell Res S0167-
4889: 30096-30094

20. Goulas T, Ksiazek M, Garcia-Ferrer |, Sochaj-Gregorczyk AM, Waligorska I, Wasylewski M, Potempa J and Gomis-Riith FX
(2017). Structure-derived snap-trap mechanism of a multispecific serpin from the dysbiotic human oral microbiome. J Biol Chem
292: 10883-10898; Ref: WoS; IF: 3.022; Rank: 75/293; 2 Quartile

21. Garcia-Castellanos R, Nielsen NS, Runager K, Thagersen IB, Goulas T, Enghild JJ and Gomis-Riith FX (2017). Structural and
functional implications of human transforming growth factor beta-induced protein (TGFBIp) in corneal dystrophies. Structure 25:
1740-1750

22. Arolas J, *** Goulas T, Cuppari A and Gomis-Riith FX (2018). Multiple Architectures and Mechanisms of Latency in
Metallopeptidase Zymogens. Chem Review 118: 5581-5597; Ref: WoS; IF: 54.301; Rank: 1/172; 1st Decile

23. Cuppari A, Kdrschgen H, Fahrenkamp D, Schmitz C, Guevara T, Karmilin K, Kuske M, OIf M, Dietzel E, Yiallouros I, Sanctis D,
Goulas T, Weiskirchen R, Jahnen-Dechent W, Floehr J, Stocker W, Jovine L & Gomis-Rith FX. Structure of mammalian plasma
fetuin-B and its mechanism of selective metallopeptidase inhibition. [UCrJ 6: 317-330

24. Bereta G, *** Goulas T, Madej M, Bielecka E, Sola M, Potempa J & Gomis-Riith FX (2019). Structure, function and inhibition of
a genomic/clinical variant of Porphyromonas gingivalis peptidylarginine deiminase. Protein Science 28:478-486

25. Amo-Maestro L, Marino-Puertas L, **Goulas T and Gomis-Riith FX (2019). Recombinant production, purification, crystallization,
and structure analysis of human transforming growth factor f2 in a new conformation. Sci Rep 9: 8660; Ref: WoS; IF:4.011;
Rank:12/69; 1st Quartile

26. Marino-Puertas L, Amo-Maestro L, Taulés-Marin M, Gomis-Riith FX and *Goulas T (2019). Recombinant overexpression and
purification of human a2-macroglobulin variants and interaction studies with recombinant G-related a2-macroglobulin binding
protein and latent transforming growth factor-B2. Sci Rep 9: 9186; Ref: WoS; IF:4.011; Rank:12/69; 1st Quartile

27. Mendes SR, Amo-Maestro L, Marino-Puertas L, de Diego L, Goulas T and Gomis-R{ith FX (2020). Analysis of the inhibiting activity
of reversion-inducing cysteine-rich protein with Kazal motifs (RECK) on matrix metalloproteinases. Sci Rep (Accepted)

28. Amo-Maestro L, Sagar A, Pompach P, Goulas T, Scavenius C, Ferrero DS, Castrillo-Bricefio M, Taulés M, Enghild JJ, Bernado
P, Gomis-Riith FX (2021). An integrative structural biology analysis of von Willebrand factor binding and processing by ADAMTS-
13 in solution. J Mol Biol; DOI: 10.1016/}.jmb.2021.166954

*Corresponding author
**Co-corresponding author
***Shared first authorship

KegdaAaia §evoyAwoowy emioTnpovikwy BiAiwv
1. Goulas T and Gomis-Riith FX (2013). Fragilysin. In Handbook of Proteolytic Enzymes, Third Edition, Academic Press Volume
1, Chapter 186 pp 887-891

2. Garcia-Ferrer |, Marrero A, Gomis-Rith FX and *Goulas T (2017). alpha-2 Macroglobulins: structure and function. In
Macromolecular Protein Complexes, Subcellular Biochemistry Vol. 83, Ed J. Robin Harris and Jon Marles-Wright, Springer, pp
149-183

Epyaaicg o€ mpakTikd guvedpiwv kai Baoeig Sedopévwv

1. Goulas T, Tzortzis G, and Gibson GR (2007). Molecular cloning, characterisation and transgalactosylation properties of
galactosidases from Bifidobacterium bifidum (NCIMB 41171). Conference publication in the160th Meeting of the Society of General
Microbiology, pp 70, UK.

2. Goulas T, Tzortzis G, Gibson GR, Ward D, Mehta T, Young S, Jaffe D, Gnerre S, Berlin A, Heiman D, Hepburn T, Shea T, Sykes
S, Alvarado L, Kodira C, Lander E, Galagan J, Nusbaum C and Birren B (2008). The genome sequence of Bifidobacterium bifidum
strain NCIMB 41171. Published in NCBI Database.

3. Garcia-Ferrer |, Aréde-Rei P, Goulas T and Gomis-Rith FX (2015). Mechanistic insights into the action of a bacterial protease
inhibitor (P35-019). FEBS J., 282 (Suppl. 1), 328-328 (Published conference abstract).




AINAQMATA EYPEZITEXNIAZ (PATENTS)

Egeupéreg: Tzortzis G, Goulas A, Goulas T.
Aglotroindnke amo: Clasado Biosciences INC (Hvwuévo BagiAeio)
Z10)06: Mapaywyr AEITOUPYIKWY GUOTATIKWV.

Patent 1: a-Galactosidase from Bifidobacterium bifidum and its use; No: WO/2007/071987; PCT/GB2006/004796.
Patent 2: Galactosidase with galactosyltransferase activity; No; W0/2007/088324; PCT/GB2007/000178.
Patent 3: B-Galactosidase with transgalactosylating activity; No: W0/2007/110619; PCT/GB2007/001081.

TEXNOAOTIKA ANOTEAEZMATA KAI EZEIAIKEYMENEZ APAZTHPIOTHTEZ

EmoTnuovikog auvrovioTig: Kupiog utrelBuvog yia v avamuén Tou TTpoidvtog “LysArginase Enzyme”, Tnv Trapaywyn Kai
v TpoeTolgacia yia diavopr). A 01.2014 péxpr 05.2018.

E§wrepikdg auppoulog Tng etaipeiag Piotexvohoyiag “Clasado Biosciences Ltd” (Hvwpévo BaaiAeio). Mepiodog 2008-2017
E§wrepikdg auppoulog Tng etaipeiag Piotexvohoyiag VemiCo Ltd (Hvwpévo Baaikeio). Amé 2018 uéxpl onuepa

ZYMMETOXH ZE EPEYNHTIKA NMPOrPAMMATA KAI YITIOTPOO®IEZ

10.

1.

12.

Ymotpogia yia MSc kai PhD: 15pupa Kparikwv Ymorpogiwy (IKY)”, 10.2003-01.2008.

. Consolidated Research Groups of Catalunya Grant, Generalitat of Catalunya. Ref.: 2009SGR1036. “Structural biology:

computational methods and structure-function analysis of proteins of biomedical and biotechnological interest (MEBIO)”. ZuvoAikog
mpoUTroAoyIouoG : €42,640. PoAog: EmiaTnpovikog ouvepyarng. 2009 — 2013 (apatdBnke péxpr 31.3.2014).

R&D project, State Plan, section Molecular and Cellular Biology, Ministry of Economy and Competitivity. “Biochemistry of
proteolysis: function, regulation and structure of peptidases and their inhibitors”. Ref.: BFU2012-32862. ZuvoAikog
mpouTroAoyiopéc: €280,000. PoAog: EmioTnuovikodg ouvepydrng. 1.1.2013-31.12.2015.

R&D project, State Plan, program Explora technology, section Biotechnology, Ministry of Economy and Competitivity. “Redesign
of therapeutic proteins with enhanced stability through incorporation of non-natural amino acids”. Ref.: BI02013-49320-EXP.
ZuvoAikég TipoUTToAoyioudg: €60,000. PoAog: EmioTnpovikog ouvepydrng. 1.9.2014-31.8.2016.

R&D project, National Biotechnology Plan, Ministry of Science and Technology. “Structural biology of hydrolases of therapeutic
interest (IV)". Ref.: BIO2009-10334. ZuvoAikdg TpoUtroAoyiopog: €295,000. PoAog: EmioTnuovikoég auvepyarng. 1.1.2010-
31.12.2012.

European Union STREP FP7 Project “King of hearts, joints and lungs; periodontal pathogens as etiologic factor in RA, CVD and
COPD and their impact on treatment strategies”. Ref. FP7-HEALTH-2012-306029-2 “TRIGGER". Coordinator: Peter Mydel
(Bergen, Norway). Zuvohikog Trpoltroloyiopog: €519,041. PoAog: EmioTnpovikdg guvepyarng. 1.4.2013 - 31.3.2017.
European Union STREP FP7 Project “Protein citrullination as a link between periodontal diseases and rheumatoid arthritis (RA)
and target for development of novel drugs to treat RA”. Ref. FP7-HEALTH-2010-261460 “Gums&Joints”. Coordinator; Peter Mydel
(Bergen, Norway). Zuvohikog TTpoUtroAoyiopog: €504,510. PoAog: EmriaTnpovikdg auvepyarng. 1.11.2010 - 31.10.2014.
Postdoctoral Research Grants, Sponsored by the “Ministerio de Economia y Competitividad” with the fellowship “Juan de la
Cierva” Ref.: JCI-2012-13573, 11.2014-10.2017.

R&D project Clasado BioSciences UK “Development of a beta-galactosidase with unique transgalactosylation properties”
Zuvohikég TpolmoAoyioudg €126,000. PoAog: Kipiog Epeuvnrig. 01.09.2016-31.08.2018.

iNEXT MX grant from Instruct European Research Infrastructure Technology, PID: 5550 — BAG-Cri3467: Human alpha-2
macroglobulin in complex with TGFbeta-2 and GRAB, PoAog: Kupiog Epeuvnrig. 22.05.2018- mapdv.

iNEXT MX grant from Instruct European Research Infrastructure Technology, PID: 5547-BAG-Cri3467: Helicobacter pylori’s outer
membrane protein HomA, PoAog: Kipiog Epguvntig. 22.05.2018- Trapov.

iNEXT MX grant from Instruct European Research Infrastructure Technology, PID: 5553-BAG-Cri3467: PorY, SigP and Miropin
from the bacterial “red-complex PoAog: Kupiog Epeuvnrig. 04.06.2018- rapov.

EPEYNHTIKH ENIBAEWH, KAOOAHIHZH KAI AIAAZKAAIA

AidaokaAia

EpyaoTnpiakég aoknoelg, “University of Reading”, Hvwuévo Baailelo. AidagkaAia g€ epyacTnpiakéG aoKAOEIG € TITUXIOKOUG
Karl getrarmuyiakoUg @oitntég o€ “Molecular” Biology Methods” kai “Biological Bioprocessing” 2004-2008



Mruyiakoi oroudaoTég (BSc)

o Elixabet Capot. “Characterization of microbial diversity by T-RFLP analysis of genes encoding 16S rRNA”. 08.2005 (2-unvn
€miBAeYn).

e Margareta Coccia. “Isolation, nucleotide sequence determination and characterisation of a strong promoter isolated from a
Bifidobacterium bifidum strain”. 08.2006 (2-unvn emiBAcyn).

o Anna Cuppari. “pCri system: A plasmid collection for protein expression and purification”. 02.2010 (6-unvn emiBAeyn).

EmiBAeyn MeTamTuyiokwy agmoudaaTtwy (MSc)
o Irene Garcia Ferrer. “Biophysical and biochemical characterization of synmetzin, a de novo designed minimal protease”.
Universitat de Barcelona, Spain, 09.09.2011.

EmiBAeyn AidakTopikwv atroudaoTwy (PhD)

o Irene Garcia Ferrer. "Structural and functional studies on Escherichia coli alpha-2 macroglobulin: a snap-trap peptidase inhibitor".
Universitat de Barcelona, Spain, 01.12.2015. Publications: Proc Natl Acad Sci USA, 10.1073/pnas.1506538112.

o Laura Marifio Puertas. “Development of efficient eukaryotic and bacterial expression systems for functional studies of
recombinant proteins of biomedical interest’. Universitat Autonoma de Barcelona, Spain 14.02.2020. Publications: Mol Cell Res,
10.1016/j.bbamcr.2017.04.003; Sci Rep, 10.1038/s41598-019-45712-z; Sci Rep, 10.1038/s41598-019-44943-4.

EmiBAeyn AidakTopikwv oroudaoTwy (PhD; EmokémTeg)

o Przemek Golik. “Structural and functional studies on proteases.” 02.2016 (6-unvn emiBAeyn).

o Nadia Sukusu Nielsen. “Structural and functional studies on TGFBIp”. 12.2016 (3-unvn emiAeyn).

o Joao Paulo Fernandes. “Structural and functional studies on beta-galactosidases”. 10.2016 (12-unvn emiBAcyn).

MéAog e&eTaoTikng emTpotrig SidakTopikng dioTpIBAg
o Giovanna Petrillo, University of Barcelona (Spain), 28.6.2017

AOINEZX EMATTEAMATIKEZ APAXZTHPIOTHTEZ KAI BPABEYZEIZ

Bpapetozeig

o Bpapeuan amo 1o ApiaTotéheio MavemiaTAuio Oeaoalovikng, 12 Maptiou 2001.

o Aidkpion (Distinction) aTo peTamuyiaké amd 1o “University of Reading”, Hvwpévo Bagaikeio.
o Aidkpion (Distinction) aTo peTamuyiaké amd 1o “University of London”, Hvwpévo Bagileio.

Karaxwpnoeig otnv aon dedopévwy National Center for Biotechnology Information (NCBI; www.ncbi.nlm.nih.gov)
e Tovidia amo Bifidobacterium bifidum: DQ448278, EF520729, DQ448279, DQ443548
o Tovidiwya Tou Bifidobacterium bifidum NCIMB41171: NZ_ABQP01000000

Karaywpnoeig otnv pdon dedopévwy Protein Data Bank (PDB; www.rcsb.org).
3P24, 4ACQ, 4YTY, 4YTG, 4YTB, 4ZIU, 4ZJH, 42JG, 4Z1Q, 4YU5, 4YUB, 5CX8, 5M11, 5MUN, 5A42, SNCS, 5NCT, 5NCU, SNCW,
5NV6 kai 619J

Karaxwpnoeig otnv paon dedopévwy Electron Microscopy Data Bank (EMD; www.emdatabank.org)
e 3016, 3017 ka1 3018

KpITAG EMOTNUOVIKWYV EPYACIWV G€ DIEBVA ETITTHHOVIKA TTEPIOBIKAL.
o Applied and Microbiological Biotechnology

e Enzyme and Microbial Technology

o FEMS Letters

o Molecular Biology Reports

YmetBuvog Xpnong eykaraocTdoswv Xuvypotpov (Synchrotron Radiation Facilities).

o KUpiog utrelBuvog yia aithaeig xpdvou xprong Tou Zuvxpotpov ALBA (loTravia) peTagu Tpiwv epeuvnTiKwy opadwy (amd 2014 -
2018).

o YTeUBuvog yia auloyn kai avahuan dedopéviwv amo 1o Zuvypotpov (2010 - 2018).



XpAoTng Twv aKOAOUBWYV EYKATAOTATEWVY ZUVXPOTPOV:

European Synchrotron Radiation Facility (ESRF), Grenoble (I'aAAia).
ALBA Synchrotron, Barcelona (loTravia).

Nepairépw MeTekmaideuan

Exmraideuan: “DNA Technology” in the Academical Medical Center (AMC) of the University of Amsterdam, Holland, 14.03.2005-
18.03.2005.

Ekmaideuan: in “Membrane Protein Sample Prep and Analysis” held at Diamond Light Source, Oxford, UK on 10.11.2016
Ekmaideuon: “CEM3DIP 2018: Cryo-electron microscopy of macromolecular assemblies and cellular tomography”, EMBO
Practical course, in New Delhi (India), 19.03.2018-29.032018.

Emokéyeig ae Epeuvnrikd Kévrpa

Emiokeyn oto epyaotipio Tou Prof. José R. Caston (Department of Structure of Macromolecules, Centro Nacional
Biotecnologia/CSIC, Campus de Cantoblanco, Madrid), Zkomdg: AvaAuan Oelypatwy aTnv Kpuo-pikpoakotria, 23.10.2018-
27.10.2018

NMAPOYZIAZEIX ZE YNEAPIA (MTPO®OPIKEZ, POSTER)

10.

1.

12.

13.

14.

. NMpogopikn mapouaiaon: “Exploring and exploiting bifidobacterial genes for prebiotic production (2007)". In the conference

organised by the University of Reading, Department of Food Biosciences, Reading, UK.

Mpogopikn Tapouaiaon: “Structure, function and latency regulation of a bacterial enterotoxin potentially derived from a
mammalian adamalysin/ADAM xenolog (2011)". In the conference organised by the Spanish Society of Biology and Biochemistry
(SEBBM) in Barcelona, Spain.

Npogopikn mapouaiaon: “Crystallisation trials of a peptidylarginine deiminase (PPAD) from Porphyromonas gingivalis (2012)"
in the Gumsé&Joint meeting in Barcelona, Spain.

Mpogopikn Tapouaiaon: “Structural and functional insights into the pan-endopeptidase inhibitor a2-macroglobulin®, Goulas
T, (2018). In the EMBO Practical course “CEM3DIP 2018: Cryo-electron microscopy of macromolecular assemblies and cellular
tomography”, in New Delhi (India), 19.03.2018-29.032018.

Mpogopikn Trapouaiaan: "pCri System: a plasmid collection assisting to protein expression and purification”. In the conference
organised by the Molecular Biology Institute of Barcelona, Spain, 02.04.2014

Mapouagiaon mwepihnyng: "Structure-function studies of Porphyromonas gingivalis secreted virulence factors” in the Annual
Conference of the Microbiology Society of Great Britain, Edinburg 31.03.2020- 03.04.2020.

Mapoudiaon mooTep: “Molecular cloning, characterisation and transgalactosylation properties of galactosidases from
Bifidobacterium bifidum (NCIMB 41171)", Goulas T, Goulas A, Tzortzis G, Gibson GR (2007). In the conference organised by the
Society of General Microbiology (SGM) in Manchester, UK.

Mapouagiaon woaTep: “Towards a high resolution structure of alpha-2-macroglobulin”, Garcia-Ferrer I, Arede P, Goulas T, Gomis-
Riith X (2014). In the practical course organised by the EMBO “2” in Hinxton, UK.

Mapougiaon moaTep: “A structure-derived snap-trap mechanism of a multispecific serpin from the dysbiotic human oral
microbiome”, Goulas T, Ksiazek M, Garcia-Ferrer |, Sochaj-Gregorczyk AM, Waligorska |, Wasylewski M, Potempa J and Gomis-
Rith FX (2017). In the Gordon Research Conference on Matrix Metalloproteinases, X, University of New England, Biddeford,
ME (USA), 23.09.2017-26.09.2017.

Noapouciaon mooTep: “Marino-Puertas L, **Goulas T & Gomis-Riith FX: “Matrix metalloproteinases (MMPs) beyond
vertebrates.". In the Gordon Research Conference on Matrix Metalloproteinases, XIII, University of New England, Biddeford, ME
(USA), 23.09.2017-26.09.2017.

Mapouagiaon mooTep: “Functional and structural studies on human a2-macroglobulin (a2M)”, Marino-Puertas L, **Goulas T,
Gomis-Rith FX (2017). In the “EMBO Practical Course”, organised at the Research Complex at Harwell (Oxford, UK).
Mapouagiaon moaTep: “A structure-derived snap-trap mechanism of a multispecific serpin from the dysbiotic human oral
microbiome”, Goulas T, Ksiazek M, Garcia-Ferrer |, Sochaj-Gregorczyk AM, Waligorska |, Wasylewski M, Potempa J and Gomis-
Rith FX (2017). In the Conference on “Methods and applications in the frontier between MX and CryoEM” organized by the
Structural and Biological Unit of Barcelona (Spain) 19.09.2017-21.09.2017.

Mapouagiaon moaTep: “A structure-derived snap-trap mechanism of a multispecific serpin from the dysbiotic human oral
microbiome”, Goulas T, Ksiazek M, Garcia-Ferrer |, Sochaj-Gregorczyk AM, Waligorska |, Wasylewski M, Potempa J and Gomis-
Riith FX (2017). In the XLt SEBBM Congress, Barcelona (Spain), 23.09.2017-02.09.2015.

Mapouagiaon moaTep: “A structure-derived snap-trap mechanism of a multispecific serpin from the dysbiotic human oral
microbiome”, Goulas T, Ksiazek M, Garcia-Ferrer |, Sochaj-Gregorczyk AM, Waligorska |, Wasylewski M, Potempa J and Gomis-
Rith FX (2017). In the 10t General Meeting of the International Proteolysis Society, Banff (Canada), 28.10.2017-02.11.2017.



15. Napovoiaon woaTep: “Structural and functional insights into the pan-endopeptidase inhibitor a2-macroglobulin’, **Goulas T,
Garcia-Ferrer |, Marrero A, Luque Buzo D, Castén JR, and Xavier Gomis-Riith (2018). In the EMBO Practical course “CEM3DIP
2018: Cryo-electron microscopy of macromolecular assemblies and cellular tomography”, in New Delhi (India), 19.03.2018-
29.032018.

ZENEZ TAQIZEX

EAAnvikd: untpikA yAwoaoa
AyyAika: oAU KaoAG (C1)
loTravika: oAU kaha (C1)
Feppavika: Baoika (A1)



